| ME THODS
This study recruited 180 subjects, referred to Hamadan Infectious Diseases Clinic and Sina Hospital in 2015. The participants were divided into two groups. The first group consisted of 90 patients with a diagnosis of TB after examination and history taking, while the other group consisted of 90 healthy individuals. The exclusion criteria were any other systemic or inflammatory diseases or risk of pulmonary diseases (such as COPD) due to occupational or habitual state.
The participants were selected to have similar age and sex distributions in the groups. TB diagnosis was confirmed by a specialist, using history taking, laboratory findings, and clinical presentations.
Before sample collection, the participants filled out an informed consent form. This study was approved by the ethics committee of Hamadan University of Medical Sciences.
A commercial kit (Bioneer, South Korea) was used for DNA extraction. The Phe206Leu polymorphism protocol of Lselectin has been described in our previous study. 8 The PCR sequence-specific primer technique was applied to evaluate the polymorphisms. The primer sequences for polymorphism detection were 5′-ATGGGCCCCAGTGTCAGT-3′ (for T allele detection), 5′-ATGGGCCCCAGTGTCAGC-3′ (for C allele detection), and 5′-CAAGCTCATTAGATCGTGAGC-3′ (generic primer). In addition, internal control primer 1 (HGH forward;
5′-GCCTTCCCAACCATTCCCTT-3′) and primer 2 (HGH reverse;
5′-TCACGGATTTCTGTTGTGT-TTC-3′) were used.
For confirming successful PCR amplification, a human growth hormone gene segment (927 bp) was amplified in all reactions, using the internal control primers. 8 
| RE SULTS
In this study, the mean ± SD age was 57. The serum L-selectin level (mean±SD) was 1721.1 ± 330.9 in the TB group and 1624 ± 279 in the healthy controls; the groups were significantly different regarding L-selectin level (P). Our results also showed no significant difference between extrapulmonary and intrapulmonary TB, nor was there a significant difference between smear-positive and smear-negative pulmonary TB patients. More details are provided in Table 2 .
L-selectin Phe allele frequencies were higher than the Leu allele frequencies in the main population, but no significant difference between the controls and patients was observed [136 (75.6%) vs 124 (68.9%) for Phe and 44 (24.4%) vs 56 (31.1%) for Leu in TB and
healthy controls]. There was also no difference between allele frequencies in TB groups according to pulmonary and extrapulmonary TB types and smear positivity in pulmonary TB patients. Details are shown in Table 3 .
We also assessed the L-selectin genotypes in the study subjects.
The results showed that 8 (0.04%) subjects had Leu/Leu genotypes, 84 (46/6%) carried Phe/Leu genotypes, and 88 (48.8%) had Phe/ Phe genotypes. In addition, the control and TB groups were not significantly different in terms of L-selectin genotypes. According to the results, L-selectin genotypes had no influence on the incidence of pulmonary and extrapulmonary TB or smear positivity in TB patients. More detailed results are presented in Table 4 .
| D ISCUSS I ON
In this study, we assessed the serum level and Phe206Leu polymorphism of L-selectin in TB patients and compared them to healthy individuals. Our results showed significantly higher serum levels of L-selectin in TB patients versus the healthy controls. In some studies, L-selectin has been shown to be upregulated on immune cells in many infectious diseases and inflammatory responses; this finding is consistent with our results. [10] [11] [12] Moreover, it has been shown TA B L E 4 L-selectin allele frequency and polymorphism in study subject 
